Vi
HIV-2/S1V Proteins

Contents
VI-1 Introduction . . .. ........ B71
VI-2 Annotated features . . . . . .. ..
VI-3 Sequences . . ........... 373
VI-4 Alignments . . . .. ... ... .. 378
VI-41 Gag ... ........... 378
VI-42 Pol .............. 382
Vi-43 vif .. ..., 1389
VI44 VPX oo 3oT]
VI-45 Vpr . ... ... ... ..., 392
V46 Tat .. ............ 393
VI-47 Rev .. ... ......... 394
VI-48 Env . .............
VI-49 Nef .............. 402l

VI-1 Introduction

The number of HIV-2 and SIV sequences is growing much
more slowly than for HIV-1, particularly for complete or near-
complete genomes. In selecting the set of sequences to present
here, we eliminated some sequences derived from the same
sample, patient, or isolate. We further omitted a few that were
very closely related.

The selection of the HIV-2 protein alignments was slighly
different than in previous years. In addition to the proteins from
the full genome alignment, we have included all of the gene-
length fragments available for each protein. There are many
additional gene-length sequences included for Nef, and a few
for the other genes. The differing numbers of sequences in each
protein alignment represent the differing availability of gene-
length HIV-2 sequences.

In these alignments, as in the database, we label sequences
according to their native host. Thus, transfers of SIVsmm into
humans have produced HIV-2 groups A through G. Uninten-
tional transfers of SIVsmm into captive macaques are named ac-
cording to the receptive host (Rhesus macaques = mac, Stump-
tailed macaques = stm, and Pig-tailed macaques = mne). How-
ever, intentional, experimental cross-species transfers of virus
remain labeled as being from the original host (e.g., HIV-1 in-
jected into a chimpanzee is labeled HIV-1, not SIVcpz; and
SIVsmm injected into a Rhesus macaque is labeled SIVsmm,
not SIVmac).
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HIV-2/SIV Proteins Annotated features

VI-2 Annotated features

Features of HIV-2 annotated in the alignment that follows.

Feature Protein Location Page
Gag pl5 start Gag 1
pl5end Gag 135
p27 start Gag 136
p27 end Gag 364
p2 start Gag 365
p2 end Gag 381
p8 start Gag 382
p8 end Gag 433
pl start Gag 434
pl end Gag 447
po start Gag 448
PTAP motif Gag 458-461
PSAP in HIV-2B, U Gag 476-479
p6 end Gag 511
Gag end Gag 511
Pol p15 start Pol 1
pl5end Pol 67
protease start Pol 68
protease end Pol 166
p51 RT start Pol 167
D catalytic site Pol 276
DD catalytic site Pol 351
p51 RT end Pol 605
p15 RNase H start Pol 606
p15 RNase H end Pol 725
p31 Integrase start Pol 726
p31 Integrase end Pol 1020
Pol end Pol 1020
Vif start Vif 1
Vif end Vif 215
Vpx start Vpx 1
Vpx end Vpx 113
Vpr start Vpr 1
Vpr end Vpr 102
Tat start Tat 1
exon 1 end Tat 99

% exon 2 start Tat 100

r Tat end Tat 131

o Rev start Rev 1

% exon 1 end Rev 24

> exon 2 start Rev 25
Rev end Rev 108
Env start Env 1
signal peptide end Env 22
gp120 start Env 23
Vi Env 113-167
V2 Env 169-211
V3 Env 311-344
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Sequences HIV-2/SIV Proteins

Feature Protein Location Page
V3 tip Env 328-334 398
V4 Env 402-432
V5 Env 472-477 399
gp120 end Env 525
gp41 start Env 526
Env end Env 880 401
gp41 end Env 830
Nef start Nef 1 402
R17Y mutation Nef 17
max HIV-1 similarity Nef 153-182
premature stop in Mac239  Nef 93 2
normal Nef end Nef 264
VI-3 Sequences
Sequences included in the HIV-2/SIV protein alignments.
Name Accession  Proteins Author Reference
MAC.US .x.239 M33262 All Kestler, H. Science 248(4959):1109-1112
(1990)
A.CI1.88.UC2 U38293 All Barnett, S.W. Virology 222(1); 257-61 (1996)
A.DE.x.BEN M30502 All Kirchhoff, F. Virology 177(1):305-311 (1990)
A.DE.x.PEI2_KR_KRCG 022047 All Kraus, G. ARHR 14(1); 65-77 (1998)
A.GH.x.GH1 M30895 All Hasegawa, A. ARHR 5(6):593-604 (1989)
A.GM.87.D194 104542 All Kuehnel, H. Proc Natl Acad Sci USA
86(7):2383-2387 (1989)
A.GM.x.ISY_SBL_6669_85 J04498 All Franchini, G. Proc Natl Acad Sci USA
86(7):2433-2437 (1989)
A.GM.x.MCN13 AY509259 All Schmitz, C. J Virol 78(4):2006-2016 (2004)
A.GM.x.MCR35 AY509260  Gag, Pol, Schmitz, C. J Virol 78(4):2006-2016 (2004)
Vif, Vpx,
Vpr, Tat,
Rev, Nef
A.GW.86.FG_clone_NIHZ J03654 All Zagury, J.F. Proc Natl Acad Sci USA
85(16):5941-5945 (1988)
A.GW.87.CAM2CG D00835 All Tristem, M. J Gen Virol T2(PT 3):721-724
(1991)
A.GW.x.MDS 748731 All Becker Unpublished
A.IN.O7.NNVA EU980602| All Gurjar, S.R. JAIDS 52(3); 329-35 (2009) 2
A.IN.95.CRIK_147 DQ307022 All Santhosh, C.V. ARHR 24(10); 1315-7 (2008) Q
A.IN.x.NIM_8 DQ973520, Gag Gurjar, R.S. ARHR 25(3); 363-72 (2009) QE_’
A.JP.08.NMC786_clone_41 AB731742 All Umeki-Sakamoto Unpublished o~
A.PT.x.ALI AF082339  All Reeves, J.D. J Virol 73(9); 7795-804 (1999) =
A.SN.85.ROD M15390 All Clavel, F. Nature 324(6098):691-695 (1986) -
A.SN.86.ST_JSP4_27 M31113 All Kumar, P. J Virol 64(2):890-901 (1990)
B.CI.88.UC1 L.07625 All Barnett, S.W. J Virol 67(2):1006-1014 (1993)
B.CIL.x.20_56 AB485670  All Takekawa Unpublished
B.CIL.x.EHO U27200 All Rey-Cuille, M. A. Virology 202(1):471-476 (1994)
B.GH.86.D205_ALT X61240 All Dietrich, U. Nature 342(6252):948-950 (1989)
B.JP.01.IMCJ_KRO020_1 AB100245  All Kusagawa, S. ARHR 19(11):1045-1049 (2003)
G.CIL.92.Abt96 AF208027  All Brennan, C.A. ARHR 13(5):401-404 (1997)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M33262
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U38293
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M30502
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U22047
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M30895
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J04542
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J04498
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY509259
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY509260
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J03654
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=D00835
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=Z48731
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU980602
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ307022
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ973520
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731742
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF082339
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M15390
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M31113
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L07625
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB485670
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U27200
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=X61240
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB100245
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF208027
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HIV-2/SIV Proteins Sequences
Name Accession  Proteins Author Reference
AB.CM.03.03CM_510_03 EU028345 All Yamaguchi, J. ARHR 24(1):86-91 (2008)
H2_01_AB.CI.90.7312A 1L.36874 All Gao Unpublished
H2_01_AB.JP.04.NMC307_20 AB731738 All Umeki-Sakamoto Unpublished
H2_01_AB.JP.07.NMC716_01 AB731740 All Umeki-Sakamoto Unpublished
H2_01_AB.JP.0O8.NMC842_10 AB731744  All Umeki-Sakamoto Unpublished
U.CI.07.07IC_TNP3 KC693505  All Ayouba, A. AIDS 27(15):2488-2491 (2013)
U.FR.96.12034 AY530889 All Damond, F. ARHR 20(6):666-672 (2004)
MAC.US .x.17EC1 AY033233] Gag, Pol, Anderson, M.G. Virology 195(2):616-626 (1993)
Vif, Vpx,
Vpr, Tat,
Rev, Nef
MAC.US.x.251_1A11 M76764 All Marthas, M.L. J Med Primatol 18(3-4):311-9
(1989)
MAC.US.x.251_32H_PJ5 D01065 All Rud, E-W. (in) Brown,F, Chanock,RM and
Ginsberg, HS(Eds); VACCINES 92
MODERN APPROACHES TO
NEW VACCINES INCLUDING
PREVENTION OF AIDS:
229-235; Cold Spring Harbor
Laboratory Press, New York (1992)
MAC.US .x.251_BK28 M19499 All Hirsch, V. Cell 49(3):307-319 (1987)
MAC.US x.MM142_IVMXX Y00277 All Chakrabarti, L. Nature 328(6130):543-547 (1987)
MNE.US.82.MNE_8 M32741 Gag, Pol, Kimata, J.T. J Virol 72(1):245-256 (1998)
Vif, Vpx,
Vpr, Tat,
Rev, Nef
MNE.US.x. MNE027 U79412 All Kimata, J.T. J Virol 72(1):245-256 (1998)
SMM.CI.79.SIVsmCI2 JX860430 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.LR.89.SIVsmLIB1 JX860431 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.SL.92.SIVsmSL92A JX860432  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.SL.92.SL92B AF334679  All Chen, Z. J Virol 70(6):3617-3627 (1996)
SMM.US.04.G078 JX860415 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.G932 JIX860416  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M919 JX860417 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M922 JX860418 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M923 JX860419  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M926 IX860420  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M934 JX860421 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M935 JX860422  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M940 JX860423 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M946 IX860424  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M947 JX860425 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M949 IX860426  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M950 JX860427 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M951 JX860428 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M952 JX860429  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.05.D215 JX860413 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.06.FTq IX860414  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.11.SIVsmE660_FL10 JQ864084 Gag, Pol, Wu, F. J Virol 86(16); 8835-47 (2012)
Vif, Vpx,
Vpr, Tat,
Rev, Nef
SMM.US.86.CFU212 JX860407 All Fischer, W. J Virol 86(24):13217-13231 (2012)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU028345
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L36874
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731738
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731740
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731744
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC693505
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY530889
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY033233
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M76764
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=D01065
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M19499
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=Y00277
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M32741
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U79412
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860430
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860431
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860432
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF334679
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860415
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860416
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860417
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860418
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860419
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860420
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860421
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860422
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860423
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860424
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860425
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860426
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860427
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860428
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860429
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860413
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860414
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JQ864084
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860407

Sequences

HIV-2/SIV Proteins

Name Accession  Proteins Author Reference
SMM.US .x.F236_H4 X14307 All Hirsch, V.M. Nature 339(6223); 389-92 (1989)
SMM.US.x.H9 M80194 Gag, Pol, Courgnaud, V. J Virol 66(1):414-419 (1992)
Vif, Tat, Rev
SMM.US .x.PBJA M31325 Gag, Pol, Dewhurst, S. Nature 345(6276):636-640 (1990)
Vif, Vpx,
Vpr, Tat,
Rev, Nef
SMM.US.x.PGM53 AF077017  All Novembre, EJ. J Virol 72(11):8841-8851 (1998)
SMM.US.x.SME543 U72748 All Hirsch, V. J Virol 71(2):1608-1620 (1997)
SMM.x.x.pE660.CG7G JX648292  Gag, Pol, Lopker Unpublished
Vif, Vpx,
Vpr, Tat,
Rev, Nef
STM.US.89.STM_37_16 M83293 All Novembre, F.J. Virology 186(2):783-787 (1992)
A.PT.93.JAU1 1.28935 Vif Ribeiro, A.C. ARHR 14(5):465-469 (1998)
A.SN.x.A2057 U81849 Vpx Stivahtis, G.L. J Virol 71(6):4331-4338 (1997)
A.SN.x.A640 U81845 Vpx Stivahtis, G.L. J Virol 71(6):4331-4338 (1997)
A.SN.x.A640 U81837 Vpr Stivahtis, G.L. J Virol 71(6):4331-4338 (1997)
A.US.93.7924A US81835 Vpr Stivahtis, G.L. J Virol 71(6):4331-4338 (1997)
A.GM.90.CBL24 AJ238995 Env Vella, C. ARHR 15(15); 1399-402 (1999)
A.GM.x.CBL21 U05350 Env Breuer, J. J Gen Virol 1995 Feb;76( Pt
2):333-45
A.GM.x.CBL22 U05351 Env Breuer, J. J Gen Virol 1995 Feb;76( Pt
2):333-45
A.GM.x.CBL23 U05352 Env Breuer, J. J Gen Virol 1995 Feb;76( Pt
2):333-45
A.GW.06.CA65316_9 JN863892  Env de Silva, T.I. J Virol 86(2); 930-46 (2012)
A.GW.06.CA65319_7 JN863893 Env de Silva, T.I. J Virol 86(2); 930-46 (2012)
A.GW.06.CA65330_5 JN863894  Env de Silva, T.I. J Virol 86(2); 930-46 (2012)
A.GW.06.CA65409_14 JN863896  Env de Silva, T.I. J Virol 86(2); 930-46 (2012)
A.GW.87.CAM2env U05354 Env Breuer, J. J Gen Virol 1995 Feb;76( Pt
2):333-45
A.GW.x.CA7205_8 JN863897  Env de Silva, T.I. J Virol 86(2); 930-46 (2012)
A.GW.x.CA7253 JN863898  Env de Silva, T.I. J Virol 86(2); 930-46 (2012)
A.GW.x.CAM1 U05359 Env Breuer, J. J Gen Virol 1995 Feb;76( Pt
2):333-45
A.GW.x.CAM3 U05355 Env Breuer, J. J Gen Virol 1995 Feb;76( Pt
2):333-45
A.GW.x.CAM4 U05356 Env Breuer, J. J Gen Virol 1995 Feb;76( Pt
2):333-45
A.GW.x.CAM5 U05357 Env Breuer, J. J Gen Virol 1995 Feb;76( Pt ”
2):333-45 =
A.GW.x.CAM6 U05358 Env Breuer, J. J Gen Virol 1995 Feb;76( Pt §
2):333-45 "
A.PT.00.00PTHCC20_1 GU983949| Env Rocha, C. Retrovirology 2013 Oct 24;10:110 >
doi: 101186/1742-4690-10-110 T
A.PT.03.ABG JF683340 Env Dias-Rito Unpublished
A.PT.92.93PTHDESC_13 JX219596 Env Rocha, C. Retrovirology 2013 Oct 24;10:110
doi: 101186/1742-4690-10-110
A.PT.98.98PTHDECT_13 GU983928| Env Rocha, C. Retrovirology 2013 Oct 24;10:110
doi: 101186/1742-4690-10-110
B.x.06.8704A_06_01 JX235884  Env Kong, R. J Virol 86(2); 947-60 (2012)
MAC.US.x.750.p4i3 KJ201187  Env Sandler, N.G. Nature 511(7511); 601-5 (2014)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=X14307
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M80194
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M31325
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF077017
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U72748
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX648292
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M83293
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L28935
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U81849
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U81845
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U81837
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U81835
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ238995
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U05350
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U05351
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U05352
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN863892
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN863893
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN863894
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN863896
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U05354
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN863897
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN863898
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U05359
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U05355
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U05356
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U05357
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U05358
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GU983949
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JF683340
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX219596
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GU983928
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX235884
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KJ201187

HIV-2/SIV Proteins Sequences

Name Accession  Proteins Author Reference
SMM.US.07.FBr_365wpi KF478030  Env Schmokel, J. Cell Rep 5(4):997-1009 (2013)
SMM.US.07.FFr_365wpi KF478067  Env Schmokel, J. Cell Rep 5(4):997-1009 (2013)
SMM.US.08.FTv_32wpi KF478169  Env Schmokel, J. Cell Rep 5(4):997-1009 (2013)
SMM.US.10.FJV_154wpi KF478191, Env Schmokel, J. Cell Rep 5(4):997-1009 (2013)
SMM.US.10.FPY_154wpi KF478124,  Env Schmokel, J. Cell Rep 5(4):997-1009 (2013)
A.CILx.IC763124 U76641 Nef Switzer, W.M. J Infect Dis 177(1):65-71 (1998)
A.ES.x.S51084 U76642 Nef Switzer, W.M. J Infect Dis 177(1):65-71 (1998)
A.PT.x.1096 AJ344398  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PTx.1139 AJ344392  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PTx.1147 AJ344390  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PTx.1148 AJ344377  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
APTx.1215 AJ344393 Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PT.x.1227 AJ344391 Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PT.x.1268a AJ344395 Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PT.x.1320 AJ344394  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PT.x.1378 AJ344414  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PT.x.138 AJ344378  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PT.x.1395 AJ344397  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PT.x.1428 AJ344408  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PT.x.1543 AJ344405 Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PT.x.1544 AJ344407  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PT.x.1567 AJ344409  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PT.x.268 AJ344410  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PT.x.293a AJ344399  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
T (2003)
=z A.PT.x.293b AJ344400  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
8 (2003)
5_9 A.PT.x.427d AJ344415  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
3. (2003)
2 A.PT.x.483 AJ344401 Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
APTx.511 AJ344402  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PT.x.546 AJ344403 Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PTx.741 AJ344384  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF478030
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF478067
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF478169
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF478191
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KF478124
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U76641
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U76642
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344398
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344392
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344390
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344377
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344393
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344391
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344395
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344394
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344414
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344378
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344397
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344408
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344405
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344407
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344409
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344410
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344399
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344400
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344415
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344401
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344402
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344403
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344384

Sequences HIV-2/SIV Proteins

Name Accession  Proteins Author Reference

A PT.x.794 AJ344388  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

A.PT.x.956 AJ344369  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

APTx.B1_1 AJ344406  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

A.PT.x.EP AJ344387  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

A.PT.x.LF3 AJ344383 Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

A.PT.x.MP2 AJ344386  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

A.PT.x.P1 AJ344381 Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)

B.CI1.x.1C762993 U76639 Nef Switzer, W.M. J Infect Dis 177(1):65-71 (1998)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344388
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344369
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344406
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344387
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344383
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344386
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344381
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U76639
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Gag pl5 start pl5 endVPZ7 start
MAC.US.x.239 MGVRNSVLSGKKADELEKIRLRPNGKKKYMLKHVVWAANELDRFGLAESLLENKEGCQKILSVLAPLVPTGSENLKSLYNTVCVIWCIHAEEKVKHTEEAKOIVORHLVVETGTTETMPKTSRPTAPSSGRGGNYPVOO IGGNYVHLPLSPRTLNAWVKLIEEKKFGAE 169
A.CI.88.UC2 D A K F \ i 69
A.DE.x.BEN 69
A.DE.x.PEI2_KR_KRCG 69
A.GH.x.GH1 70
A.GM.87.D194 69
A.GM.x.ISY SBL_6669 85 69
A.GM.x.MCNI3 69
A.GM. x.MCR35 69
A.GW.86.FG clone_NIHZ 67
A.GW.87.CAM2CG 69
A.GW.x.MDS 69
A.IN.0O7.NNVA 69
A.IN.95.CRIK 147 69
A.IN.x.NIM 8~ 69
A.JP.08.NMC786_clone_41 69
A.PT.x.ALI - - 69
A.SN.85.R0OD 69
A.SN.86.ST_JSP4 27 69
B.CI.88.UCl 64
B.CI.x.20 56 64
B.CI.x.EHO 64
B.GH.86.D205_ALT 64
B.JP.01.IMCJ_KR0O20_1 64
G.CI.92.Abt96 169
AB.CM.03.03CM_510_03 163
H2 01 AB.CI.90.7312A 64
H2"01"AB.JP.04.NMC307 20 64
H2_01 AB.JP.07.NMC716_01 64
H2”01”AB.JP.08.NMC842"10 66
U.CI.07.07IC TNP3 169
U.FR.96.12033 168
MAC.US.x.17EC1 - 69
MAC.US.x.251 1A11 - 69
MAC.US.x.251"32H PJ15 - 69
MAC.US.x.251 BK28 - 69
MAC.US.x.MM142_IVMXX - 69
MNE.US.82.MNE 8 \ 169
MNE.US.x.MNE®27 .- 169
SMM.CI.79.SIVsmCI2 v 69
SMM.LR.89.SIVsmLIB1 .M 68
SMM.SL.92.SIVsmSL92A v 69
SMM.SL.92.SL92B .V 67
SMM.US.04.G078 WV 69
SMM. US.04.G932 v 69
SMM. US.04.M919 .V 69
SMM.US.04.M922 .V 69
SMM. US.04.M923 v 69
SMM.US .04 .M926 .V 69
SMM.US.04.M934 .V 68
SMM. US.04.M935 v 69
SMM. US.04.M940 .V 69
SMM. US.04.M946 .V 69
SMM. US.04.M947 v 69
SMM. US.04.M949 .V 69
SMM. US.04.M950 v 69
SMM. US.04.M951 WV 69
SMM.US.04.M952 .V 69
SMM. US. 5.0215 v 69
SMM.US.06.F s - 69
SMM.US.11.ST smEGGO FL10 - 69
SMM.US.86.CFU212 N 69
SMM.US.x.F236_H4 v 69
SMM.US.x.H9 v 69
SMM. US.x.PBJA - 69
SMM. US . x. PGM53 - 69
SMM.US.x. .V 69
SMM. x.X. pE660 CG7G . 69
STM.US.89.STM_37_16 169
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MAC.
CI
DE

GW

O WNWWW >P>>>>>P>>>>>E>>>>>

AB.C
H2 0
H2"0
H2~0
u.CI.

U.FR.
.US.

DE.
GH.
GM.87.D194
GM.
GM.
GM.

GW.
GW.
IN.
IN.
IN.x.NIM 8
JP.
PT.x.ALI

SN.
SN.

GH.
JP.

CI.

X531

JUS . X MM142_TVMXX
.US.82.MNE_8

“US . x.MNEG27
.CI.79.SIVsmCI2
"LR.89.5TVsmLIB1
1SL.92.5TVsmSL92A

.SL.92.5L92B
US.04.G078
US.04.G932
US.04.M919

.US.04.M922
US.04.M923
US.04.M926
US.04.M934

.US.04.M935

.US.04.M940
US.04.M946
US.04.M947
US.04.M949

.US.04.M950
US.04.M951
US.04.M952
us. 5.0215
US.06.F 3

.US.11.ST smEGGG FL10
US.86.CFU212
US.x.F236 H4

H9

X
.US.x.
.US.x.PBJA

X.

X

.U
LXL X pE660 CG7G
.US.89.STM 37 16

US.x.239 VVPGFQALSEGCTPYDINQMLNCVGDHQAAMQIIRDIINEEAADWDLQHPQ.
Q E A .

.88.UC2

x.BEN
X.PEI2 KR KRCG
X.GH1

x.ISY SBL_6669_85
X.MCNI3 ~ -
Xx.MCR35

86 FG clone_NIHZ
87.CAM2CG

x.MDS

07 .NNVA

95.CRIK_ 147
08.NMC786_clone_41

85.ROD
86.5T_JSP4 27

X El

86.D205_ALT
01.IMCJ”KR0O20_1
92.Abt96
M.03.03CM_510_03

1 AB.CI.90.7312A
1AB.JP.04.NMC307 20
1_AB.JP.07.NMC716_01
1”_AB.JP.08.NMC842”_10
07.07IC_TNP3
96.12033

PGM53

HIV-2 Proteins

.PAP. QOGOLREPSGSDIAGTTSSVDEOIQWMYRQONPIPVGNIYRRWIOLGLOKCVRMYNPTNILDVKOGPKEPFOSYVDRFYKSLRAEQTDAAVKNWMTQTLLIQNANPDCKLVLK
N \ S \
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p27 en(le2 start p2 en(leS start p8 endVPI start  pl en(L/pG start PTAP motif PSAP in HIV-2B, U
MAC.US.x.239 GLGVNPTLEEMLTACQGVGGPGQKARLMAEALKEALAPVPIPFAAAQQR . PIKCWNCGKEGHSARQCRAPRRQGCWKCGKMDHVMAKCPDRQAGFLGLGPWGKKPRNFPMAQVHQGLMPTAPPE
M T . K R

CI.88.UC2

DE.x.BEN

DE.x.PEI2_KR_KRCG

GH.x.GH1 ~ ~

GM.87.D194

GM.x.ISY SBL_6669_85

GM.x.MCNI3 ~ -

GM. x.MCR35

GW.86 FG clone_NIHZ

GW.87.CAM2CG

GW. x.MDS

IN.O7.NNVA

IN.95.CRIK 147

IN.x.NIM 8~

JP.08.NMC786_clone_41

PT.x.ALI - - .

SN.85.R0OD . . -V . o -EK---Q--.

SN.86.ST_JSP4 27 ....-R. A --VE---EK---O--.

CI.88.UC1 JOT Y S ¢ Ty . G ] e T--P--VT-S- - -MDPAEGMTPRGATPSAPPA - - - -EM- -S- -KM-R
....A-.KR.T Q RVT-S M APP, EM

Errr<<=Z=H>>>>

.x.EHO
GH.86.D205 ALT
JP.01.IMCI”KRO20 1
CI.92.Abt96 .
AB.CM.03.03CM_510_03 LT T--P--VT-S- - -MNPAEXMTPQGVTPSAPPA
H2_01 AB.CI.90.7312A --Pl .-RGTV P-EIV-S- - -MNTAEGKTHQGAIPSAPPA- - - -EM- -S -
H2-01AB.JP.04.NMC307 20 T
H2-01-AB.JP.07.NMC716-01
H2-01-AB.JP.08.NMC842-10 .
U.CI.07.07IC TNP3 . F
U.FR.96.12032 .

MAC.US.x.17EC1

O WONWWW >P>>>>>>>>>>>E>>>>>

MAC . US . x .2517BK28
MAC.US.x.MM142_IVMXX
MNE.US.82.MNE 8
MNE.US.x.MNEG27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIBl
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B

SMM.US.04.G078
SMM. US.04.G6932
SMM.US.04.M919
SMM. US.04.M922
SMM. US.04.M923
SMM. US.04.M926
SMM.US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US. 5.0215
SMM.US.06.F 3
SMM.US.11.SI smEGGO FL10
SMM.US.86.CFU212
SMM.US.x.F236_H4
SMM.US.x.H9 ~
SMM. US.x.PBJA
SMM.US.x. PGM53
SMM X.

.US.
SMM. x.X. pE660 CG7G
STM.US.89.STM_37_16
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MAC.
CI
DE

GM

GW

IN
JP
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AB.C
H2_©
H2-0
H2-0
H2-0
u.cI
U.FR

DE.
GH.
GM.87.D194

GM.
GM.

G-
GW.
N
N,

PT.
SN.
SN.

GH.
JP.

CI.

X
.US.x.
.US.x.PBJA
X
X

US.x.239

.88.UC2

x.BEN
X.PEI2 KR KRCG
X.GH1

.x.ISY SBL_6669_85
X.MCNI3 ~ -
X.MCR35

86.FG clone_NIHZ
87.CAM2CG
x.MDS

07 .NNVA

95.CRIK_ 147
.X.NIM 8~
.08.NMC786_clone_41
X.ALI

85.R0OD

86.ST JSP4 27

X El

86.D205_ALT
01.IMCJ”KR0O20_1
92.Abt96
M.03.03CM 510 03

1 AB.CI.90.7312A
1AB.JP.04.NMC307 20
1_AB.JP.07.NMC716_01
1”_AB.JP.08.NMC842”_10
.07.07IC_TNP3
.96.12032

.US.x.17EC1

.US.x.251 1Al11

.US.x.251 32H PJ15
x.251 BK28

.US.
.US.x.MM142_IVMXX
.US.82.MNE_8
.US.x.MNEO27
.CI.79.5SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A
.SL.92.5L92B
.US.04.G078
.US.04.G932
.US.04.M919
.US.04.M922
.US.04.M923
.US.04.M926
.US.04.M934
.US.04.M935
.US.04.M940
.US.04.M946
.US.04.M947
.US.04.M949
.US.04.M950
.US.04.M951
.US.04.M952
.US.05.D215
.US. 6.FT3
.US.11.SIVsmE660_FL10
.US.86.CFU212
US.x.F236 H4

H9

.PGM53

.US.x.SME543
.X.X.pE660.CG7G
.US.89.STM 37 16

KQRESREKPYKE. . ................

----Q--R----VTEDLLHLEQGETPRRE.
VTEDLLHLEQRETPHRE .
VTEDLLHLEQGETPHKE.
VTEDLLHLEQGKAPHRE .
VTEDLLHLEQGETPHRG.
VTEDLLHLEQGETPHRE.

TEDLLHLEQGGAPCGE .
TEDLLHLEQGGTPCGE.
TEDLLHLEQGETPHRE.

HIV-2 Proteins
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MAC.US.x.239

CI.88.UC2

DE.x.BEN

DE.x.PEI2_KR_KRCG

GH.x.GH1 = ~

GM.87.D194

GM.x.ISY SBL_6669_85

GM.x.MCNI3 ~ -

GM. x.MCR35

GW.86 FG clone_NIHZ

GW.87.CAM2CG

GW. x.MDS

IN.O7.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
ALI

X
SN.85.R0OD
SN.86.ST JSP4 27
CI.88.UC1
CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1
CI.92.Abt96
AB.CM.03.63CM_510_03
H2_01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10
U.CI.07.07IC , TNP3
U.FR.96.12034
MAC.US.x.17EC1
MAC.US.x.251 1A11

O WOWWW >>>>>>>>>>>>>>>>D

. BK
MAC . US X MM112 IVMXX

MNE.US.82.MNE_8
MNE.US.x.MNEO27

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B
SMM.US.04.G6078

SMM. US.04.G932
SMM.US.04.M919

SMM. US.04.M922
SMM.US.04.M923

SMM. US.04.M926

SMM. US.04.M934
SMM.US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952

SMM. US. 5.0215
SMM.US.06.F 3

SMM. US. 1.SI SmEGGG FL10
SMM.US.86.C

SMM. US.x. F236 H4
SMM.US.X.HQ

SMM. US.x.

SMM. US.x. PGM53

SMM. US.x.SME543

SMM. x.x.pE660.CG7G
STM.US.89.STM_37_16

Pol p15 start pl5 en(L/protease start

GDRGFAAPQFSLWRRPVVTAHIEGQPVEVLLDTGADDSIVTGIELGPHYTPKIVGGIGGFINTKEYKNVEIEV
Y A \ K

zzggoooo
==

-TI:T-DGPNTGHDTSGCDSIC¥PEE§:E-B:EK--::::

-S-L--DP----S-TI-T-DEPSRGHDTSGGDTICAPCRS-S-D-EK--. ...

3 L CSP-TP-DT-I-TTNEPSREHDTSGCNAICAPCRS -3-DVEG- - . | ..

-S-L--DP-P--5-SISTT D---SRPTE---....

-S-L--DPG- - -S-TI-T-DEPSRXHDTSGGDTICAPCRS -S-D-EK- - . . ..

-S-L---P----DS-I-A-DEHSRGQDTSGSDTICAPCRSGS-D-EK-- . . . .

EQDTSEGDTICAPCRS-5-D- -K--

L [-R-P----G DISEGNTICAPCRS-5-D--K-

CZIASTL----3-L-R-P----GG-I-A-DGHSREQDTSEDDTICAPCRS-5-D- K-
<--V-P-----S-L--DPDP--V-T-
K-3-L---P-PA-T-P-

--RE----G-G-T-
-XGEE-KGAEKQT -
-DGETT--EP--T-

-TGEA- - -EA--T-

. -DGQETKGE-GKTI- -
-TGQETKGE- - -TI

Pl DS
S-L--ADNI#.#-TVST-
S CP-T-E-G--G-

134
47
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MAC.
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AB.C

H2 0
H2~0

H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

u.cI.
U.FR.

DE.
GH.
GM.87.D194
GM.
GM.
GM.

G-
GW.
N

IN.
JP.

WX
SN.85.ROD
N.86.ST_JSP4_27

GH.
JP.

CI.

US.x.239

.88.UC2

x.BEN

X.PEI2 KR KRCG

X.GH1

x.ISY SBL_6669_85

X.MCNI3 ~ -

Xx.MCR35

86 FG clone_NIHZ

87.CAM2CG

x.MDS

07 .NNVA

95.CRIK

08. NMC786 clone 41
ALI

.88.UC1
.X.20 56

x.EHD

86.D205 ALT
01.IMCI_KR0O20_1
92.Abt96
M.03.03CM 510 03

1 _AB. CI 90. 7312A
1”AB.JP.04.NMC307

07.071C TNP3
96.12034

.US.x.17EC1
.US.x.251

.US.x.25
.US.x.MM142_IVMXX
.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A
.SL.92.5L92B
.US.04.6078
.US.04.G6932
.US.04.M919
.US.04.M922
.US.04.M923
.US.04.M926
.US.04.M934
.US.04.M935
.US.04.M940
.US.04.M946
.US.04.M947
.US.04.M949
.US.04.M950
.US.04.M951
.US.04.M952

.US. 5.0215
.US.06.F 3

.US. 1.SI smEGGG FL10
.US.86.C

.US.x. F236 H4
.US.x.H9

.US.x.

.US.x. PGM53
.US.x.SME543

'X.X.pE660.CG7G
.US.89.STM_37_16

LGKRIKGTIMTGDTPINIFGRNLLTALGMSLNFPIAKVEPVKVALKPGKDGPKLKQWPLSKEKIVALREIC . EKMEKDGQLEEAPPTNPYNTPTFAIKKKDKNKWRMLIDFRELNRVTQDFTEVQLGIPHPAGLAKRKRITVLDIGDAYFSIPLDEEFRQYTAFTLPSVN
VE E

---EVRA-L-
---V-RE-L-
K

HIV-2 Proteins

protease endeSI RT start

D catalytic site
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MAC.
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DE
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GW
GW

PT
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AB.C
H2 0
H2~0
H2"0
U.CI
U.FR

DE.
GH.
GM.87.D194

GM.
GM.

GW-

N
N,
3P.

GH.
JP.

CI.

US.x.239

.88.UC2

x.BEN
X.PEI2 KR KRCG
X.GH1

.x.ISY SBL_6669_85
X.MCNI3 ~ -
X.MCR35

86.FG clone_NIHZ
87.CAM2CG

X

07 .NNVA

95.CRIK 147

08.NMC786_clone_41
ALI

X
SN.85.R0OD
SN

186.ST JSP4 27
.88.UC1
1X.20 56

x.EHD

86.D205 ALT
01.IMCI_KR0O20_1
92.Abt96
M.03.03CM 510 03

1 AB.CI.90.7312A
1"AB.JP.04.NMC3

P 07 20
17AB.JP.07.NMC716~01
H2-01 AB.JP.08.NMC842"16

.07.07IC_TNP3
.96.12032

.US.x.17EC1
.US.x.251 1Al11
.US.x.251732H PJ15
.US.x.251 BK
.US.x.MM142_TIVMXX
.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A

.SL.92.5L92B
.US.04.G078
.US.04.G932
.US.04.M919
.US.04.M922
.US.04.M923
.US.04.M926
.US.04.M934
.US.04.M935
.US.04.M940
.US.04.M946
.US.04.M947
.US.04.M949
.US.04.M950
.US.04.M951
.US.04.M952
.US.05.D215
.US. 6.FT3
.US.11.SIVsmE66O_FL10
.US.86.CFU212
.US.x.F236_H4
.US.x.H9
.US.x.PBJA
.US.x.PGM53
.US.x.SME543

'X.X.pE660.CG7G
.US.89.STM_37_16

sulsj0id ¢-AlH

NAEPGKRYIYKVLPQGWKGSPAIFQYTMRHVLEPFRKANPDVTLVQYMDDILIASDRTDLEHDRVVLQSKELLNSIGFSTPEEKFQKDPPFQWMGYELWPTKWKLQKIELPQRETWTVNDIQKLVGVLNWAAQIYPGIKTKHLCRLIRGKMTLTEEVQWTEMAEAEYEEN
Vv I I-I G GL I

Fg=l=toYotob ValolalaYara)

N
N
K
K
qQ
qQ
Q
N
N
N
N
N
N
qQ
N
N
qQ
N
qQ
N
N
N
N

.i_

=T =

=

DD catalytic site

-S
L--G-N-G

--K--T-L-----DL-
LT---KM-T-LRDM- -NL-
K GL

CUUDDD ! DO OO

AR ARRARX X X AXAXR

473

%
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MAC.
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AB.C
H2 0
H2~0
H2"0
H2_0
u.cI.
U.FR.

DE.
GH.
GM.87.D194
GM.
GM.
GM.
GW.86
GW.

N
N,
3P.

WX
SN.85.ROD
N.86.ST_JSP4_27

GH.
JP.

CI.

US.x.239

.88.UC2

x.BEN

X.PEI2 KR KRCG

X.GH1

x.ISY SBL_6669_85

X.MCNI3 ~ -

X.MCR35

.FG_clone NIHZ

87.CAM2CG

x.MDS

07 .NNVA

95.CRIK

08. NMC786 clone 41
ALI

.88.UC1

.X.20 56

x.EHD

86.D205 ALT
01.IMCI_KR0O20_1
92.Abt96
M.03.03CM 510 03

1 _AB. CI 90. 7312A
1”AB.JP.04.NMC307
1"AB.JP.07.NMC716" 01
1_AB.JP.08.NMC842_10
07.071IC , TNP3
96.12034

.US.x.17EC1
.US.x.251 1Al11
.US.x.251732H PJ15
.US.x.251 BK
.US.x.MM142_TIVMXX
.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A

.SL.92.5L92B
.US.04.6078
.US.04.G6932
.US.04.M919
.US.04.M922
.US.04.M923
.US.04.M926
.US.04.M934
.US.04.M935
.US.04.M940
.US.04.M946
.US.04.M947
.US.04.M949
.US.04.M950
.US.04.M951
.US.04.M952
.US. 5.0215
.US.06.F 3
.US. 1.SI smEGGG FL10
.US.86.C
.US.x. F236 H4
.US.x.H9
.US.x.

.US.x. PGM53
.US.x.SME543

'X.X.pE660.CG7G
.US.89.STM_37_16

m
<

BB

>

mm<<<< <M HI<<

="

R
P

S--K
5--K
5--K
5--K
5--K
A--K
S--K--
S--K
5--K
5--K
5--K
T--R
A--R

HIV-2 Proteins

<< << << << << <

<<<<<<' <<

pS1RT enU
KIILSOEQEGCYYOEGKPLEATVIKSODNOWSYKIHQEDKI LKVGKFAKIKNTHTNGVRLLAHVIQKIGKEAIVIWGOVPKFHLPVEKDVWEOWWTDYWOVTWIPEWDFISTPPLVRLVFNLVKDPIEGEETYYTDGSCNKQSKEGKAGYITDRGKDKVKVLEOTTNOQ
R E-E E Q DN i R

15 RNase H start

642
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1014 ¢-AIH -

SUId

MAC.US.x.239

sulsj0id ¢-AlH

pl5 RNase H encL/p3l Integrase start

AELEAFLMALTDSGPKANIIVDSQYVMGIITGCPTESESRLVNQIIEEMIKKSEIYVAWVPAHKGIGGNQEIDHLVSQGIRQVLF. LEKIEPAOEEHDKYHSNVKEL\/FKFGLPRIVAROIVDTCDKCHOKGEAIHGOANSDLGTWOMDCTHLEGKIIIVAVHVASGFIE 811
i VASQ I \

A.CI.88.UC2 E I H---I- 0 24
A.DE.x.BEN E fIIf——TH———I— - 24
A.DE.x.PEI2_KR_KRCG E SH 24
A.GH.x.GH1 = ~ E 24
A.GM.87.D194 E 24
A.GM.x.ISY SBL_6669 85 G 24
A.GM.x.MCNI3 E 24
A.GM. x.MCR35 E 24
A.GW.86 FG clone_NIHZ E 23
A.GW.87.CAM2CG E 23
A.GW.x.MDS E 24
A.IN.0O7.NNVA E 24
A.IN.95.CRIK 24
A.JP.08. NMC786 clone 41 24
A.PT.x.ALI 24
A.SN.85.R0OD 25
A.SN.86.ST_JSP4_27 24
B.CI.88.UC1 25
B.CI.x.20 56 25
B.CI.x.EHD 24
B.GH.86.D205 ALT 22
B.JP.01.IMCI”KR0O20 1 25
G.CI.92.Abt96 -A-Q---T--P---K- 807
AB.CM.03.03CM_510_03 -AAQ---T--PI-TX- 825
H2_01_AB. CI 90. 7312A VA- 0---T—-PI--K— 25
H2”01"AB.JP.04.NMC307 25
H2"01"AB.JP.07.NMC716" 01 25
H2_01_AB.JP.08.NMC842_10 25
U.CI.07.07IC TNP3 807
U.FR.96.1203%3 820
MAC.US.x.17EC1 11
MAC.US.x.251 1Al11 11
MAC.US.x.251"32H PJ5 11
MAC.US.x.251 BK28 07
MAC.US.x.MM142_IVMXX 07
MNE.US.82.MNE_8 807
MNE.US.x.MNEO27 807
SMM.CI.79.SIVsmCI2 16
SMM.LR.89.SIVsmLIB1 01
SMM.SL.92.SIVsmSL92A 06
SMM.SL.92.5L92B 03
SMM.US.04.G078 07
SMM.US.04.G932 07
SMM.US.04.M919 07
SMM. US .04 .M922 07
SMM.US.04.M923 07
SMM. US.04.M926 07
SMM.US.04.M934 07
SMM.US.04.M935 07
SMM. US.04.M940 07
SMM.US.04.M946 07
SMM. US.04.M947 07
SMM. US.04.M949 07
SMM.US.04.M950 07
SMM.US.04.M951 07
SMM. US .04 .M952 07
SMM. US. 5.0215 07
SMM.US.06.F 3 11
SMM. US. 1.SI smEGGG FL10 07
SMM.US.86.C 07
SMM. US.x. F236 H4 06
SMM.US.x.H9 07
SMM.US.x. 07
SMM. US . x. PGM53 07
SMM. US.x.SME543 07
SMM. x.x.pE660.CG7G 07
STM.US.89.STM_37_16 807
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MAC.US.x.239 AEVIPOETGROTALFLLKLAGRWPITHLHTDNGANFASOEVKMVAWWAGIEHTFGVPYNPOSOGVVEAMNHHLKNOIDRIREQANSVETIVLMAVHCMNFKRRGGIGDMTPAERLINMITTEOEIOFOOSKNSKFKNFRVYYREGRDOLWKGPGELLWKGEGAVILKVGT 981

CI.88.UC2 S P QS S \

DE.x.BEN

DE.x.PEI2_KR_KRCG

GH.x.GH1 = ~

GM.87.D194

GM.x.ISY SBL_6669_85

GM.x.MCNI3 ~ -

GM. x.MCR35

GW.86 FG clone_NIHZ

GW.87.CAM2CG

GW. x.MDS

IN.O7.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
ALI

WX
SN.85.ROD
SN.86.ST_JSP4 27
CI.88.UCL
CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1
CI.92.Abt96
AB.CM.03.63CM_510_03

H2 01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3

O WOWWW >>>>>>>>>>>>>>D>>D

1od

10.1d T-AIH

SuI

L8E

U.FR.96.1203%3
MAC.US.x.17EC1
MAC.US.x.251 1A1
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK2
MAC.US.x.MM142_IVMXX
MNE.US.82.MNE_8
MNE.US.x.MNEO27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B
SMM.US.04.G6078

SMM. US.04.G932
SMM.US.04.M919

SMM. US.04.M922
SMM.US.04.M923

SMM. US.04.M926

SMM. US.04.M934
SMM.US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952

SMM. US. 5.0215
SMM.US.06.F 3

SMM. US. 1.SI SmEGGG FL10
SMM.US.86.C

SMM. US.x. F236 H4
SMM.US.X.HQ

SMM. US. x.

SMM. US.x. PGM53

SMM. US.x.SME543

SMM. x.x.pE660.CG7G
STM.US.89.STM_37_16

HIV-2 Proteins
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101d T-AIH

SUId

sulsj0id ¢-AlH

MAC.US.x.239

CI.88.UC2

DE.x.BEN

DE.x.PEI2_KR_KRCG

GH.x.GH1 = ~

GM.87.D194

GM.x.ISY SBL_6669_85

GM.x.MCNI3 ~ -

GM. x .MCR35

GW.86.FG clone_NIHZ

GW.87.CAM2CG

GW. x.MDS

IN.O7.NNVA

IN.95.CRIK

JP.08. NMC7B6 clone 41
ALI

WX
SN.85.ROD
SN.86.ST_JSP4 27
CI.88.UCL
CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1
CI.92.Abt96
AB.CM.03.63CM_510_03

H2_01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307

O WOWWW >>>>>>>>>>>>>>>>D

H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3
U.FR.96.1203%
MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
.US.x.251 BK
MAC.US.x.MM142_IVMXX
MNE.US.82.MNE_8
MNE.US.x.MNEO27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B

SMM.US.04.G6078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM.US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM.US.05.D215
SMM. US. 6.FT3
SMM.US.11.SIVsmE660_FL10
SMM.US.86.CFU212
SMM.US.x.F236_H4
SMM. US.x.H9

SMM.US.x.PBJA

SMM. X.x . pE66D. CG7G
STM.US.89.STM_37_16

p31 Integrase end
Pol end

DIKVVPRRKAKIIKDYGGGKEVDSSSHMEDT GEAREVA ........ *

R----RQ-L--- fL—GA R DG M CPCOVPEIQ
RR L-G-.R-D

x
=

Q G--L-GA.R-DG
--RQ-M--G-NL-GA.R DG---*PYQVSKIQ
[ SR RH------ L-CGTD- - - - .RQ- - -M-QSGQVPEA-
.RQ-- M- QSGQVPEA-
‘MQ- - - --QSN*IPEI-
.RQ---M- QSD*VS*V-
.-Q---M- QPSQISET-
RQTG---. . vt
.RQ-S-M- QSDOIP*V-
. 0---M QSSQVSEA-
.RQ---M-QSGQVPEA-
.RQ---M-QSSQAPEA-
.RQ---M-QSGQVPEA-
.RQDG-M-QLGEIP*A-
A.EKV--M-LPDQTPEYN
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AB.C
H2 0
H2"0
H2~0
u.CI.

U.FR.
.US.

DE.
GH.
GM.87.D194
GM.
GM.
GM.

GW.
GW.
IN.
IN.
JP.
PT.93

PT.x ALI

SN.
SN.

GH.
JP.

CI.

US.x.239

.88.UC2

x.BEN
X.PEI2 KR KRCG
X.GH1

x.ISY SBL_6669_85
X.MCNI3 ~ -
Xx.MCR35

86 FG clone_NIHZ
87.CAM2CG

x.MDS

07 .NNVA

95.CRIK

08. NMC786 clone 41

85.ROD
86.ST_JSP4_ 27

X El

86.D205_ALT
01.IMCJ”KR0O20_1
92.Abt96
M.03.03CM_510_03

1 AB.CI.90.7312A
1AB.JP.04.NMC307 20
1_AB.JP.07.NMC716_01
1”_AB.JP.08.NMC842”_10
07.07IC_TNP3
96.12033

X531

JUS . X MM142_TVMXX
.US.82.MNE_8

“US . x.MNEG27
.CI.79.SIVsmCI2
"LR.89.5TVsmLIB1
1SL.92.5TVsmSL92A

.SL.92.5L92B
.US.04.G078
.US.04.6932
.US.04.M919
.US.04.M922
US.04.M923
US.04.M926
US.04.M934
.US.04.M935
.US.04.M940
US.04.M946
US.04.M947
US.04.M949
.US.04.M950
US.04.M951
US.04.M952
us. 5.0215
US.06.F 3
.US.11.ST smEGGO FL10
US.86.CFU212
US.x.F236_H4
US.x.H9 ~
.US.x.PBJA
.US.x. PGM53
US.x.
us x.pE660.CG7G
8

.89.STM 37 16

V1f start
MEEEKRWIAVPTWRIPER. LERWHSLIKYLKYKTKDLQKVCYVPHFKVGWAWWTCSRVIFPLQEGSHLEVQGYWHLTPEKGWLSTYAVRITWYSKNFWTDVTPNYADILLHSTYFPCFTAGEVRRAIRGEQLLSCCRFPRAHKYQVPSLQYLALKVV. . SDVRSQGENPT
KGE A

OND P-RNGTP

QND- - - -NSA-
QND-P-RDRT -
QNG-P-RDST-
QND- - -RDST -

\
V--
V--
V--
V--
V--
V--
V--
V--
V--
v

QNG-P-RKGTS
QND-P-RKYT-
QNGKP-RNST -
OND-P-RDST-
Q.QNG-P-RD-T-
---R- IQEGKDG----SA-

R--QEGKNG SA-

DOO0O0O00O00O00000
Y= r=)

EGKN SA-
--QEGGNGP- - -SAA
Q- -QKG.HG-K- -SX-
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.US.04.M950
US.04.M951
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US.x.239

.88.UC2
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GW. x.MDS
IN.O7.NNVA
IN.95.CRIK
JP.08. NMC786 clone 41
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.85.R0D
SN.86.ST _JSP4_27 T
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GH.86.D205 ALT
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H2~01 AB.JP.04. NMC3G7 20
H2~01 AB.JP.07.NMC716 81
H2~01-AB.JP.08.NMC842"10
U.CI.07.07IC TNP3
U.FR.96.12034
MAC.US.x.17EC1
MAC.US.x.251 1A11

MAC .US.x.251"32H PJ5

MAC .US .. 251 BK28

MAC |US . MM122_TVMXX

MNE . US.82.MNE_8
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SMM.CI.79.SIVsmCI2
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SMM. US.04.G07
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM. US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM.US.05.D215
SMM. US.06. Tg
SMM.US.11.SIVsmE660 FL10
SMM 6.CFU212

.US.
SMM.US.x. F236 H4
SMM.US.x.PBJA™

SMM. US. x.PGM53
SMM.US.x.SME543
SMM. x.x.pE660.CG7G

STM.US.89.STM_37_16
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U.CI.
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.US.x.17EC1
.US.x.251 1Al11
.US.x.251732H PJ15
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DE.
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sulsj0id ¢-AlH
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x.MDS
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ALI

WX
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96.12032
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.US.04.G932
.US.04.M919
US.04.M922
US.04.M923
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.US.04.M934
.US.04.M935
US.04.M940
US.04.M946
US.04.M947
.US.04.M949
US.04.M950
US.04.M951
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US.05.D215
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.X.X.pE660.CG7G

.US.89.STM 37 16
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JP.

CI.

US.x.239
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x.BEN
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x.ISY SBL_6669_85
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87.CAM2CG

x.MDS

07 .NNVA

95.CRIK

08. NMC786 clone 41
ALI

.88.UC1

.X.20 56

x.EHD

86.D205 ALT
01.IMCI_KR0O20_1
92.Abt96
M.03.03CM 510 03

1 _AB. CI 90. 7312A
1”AB.JP.04.NMC307
1"AB.JP.07.NMC716" 01
1_AB.JP.08.NMC842_10
07.071IC , TNP3
96.12034

.US.x.17EC1
.US.x.251 1Al11

.US.x.25
.US.x.MM142_IVMXX
.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A
.SL.92.5L92B
.US.04.6078
.US.04.G6932
.US.04.M919
.US.04.M922
.US.04.M923
.US.04.M926
.US.04.M934
.US.04.M935
.US.04.M940
.US.04.M946
.US.04.M947
.US.04.M949
.US.04.M950
.US.04.M951
.US.04.M952

.US. 5.0215
.US.06.F 3

.US. 1.SI smEGGG FL10
.US.86.C

.US.x. F236 H4
.US.x.H9

.US.x.

.US.x. PGM53
.US.x.SME543

'X.X.pE660.CG7G
.US.89.STM_37_16

Tat start exon 1 end exon 2 start Tat end
- ~~ =~

T--QGVTAO L- KQ---L-
--R VTAO E KS-——L A--H—

o

444334444

GDS--T-KQ-
ST--HS<---D-S--T--GNS----KQ-K-L-T-LE-IG-P--.
..88-R--VTA- - - -DESL-AN-GDS - -T-KQ-TK- - TKGL -DL-P- - .

VTA- - -PDESL-TS-GDS- -T-KQ-TK- -EKGI-DL-P-
.55-R--TT----P-ESL-A--GDS--T-KQ-KE--TTR- -DL- P--SNTSTSRFAN»
-SA-R--TTAP- -PD-SL-A- -GDS - -T-KQ-KE- - TTGT-D- -P-
:SS-R--VTAPT- --ESL-T-A-DG- -A-KQ-KE- - TTRT-D- - - - -$DT5TS

== -T---SF----ES--A- - -NX- -K-Kk- -K--TK-- -DL- - - -
+...-R--TTA-P-PD-S--T---DS--A-KQ-KE--TTGT-DL-P- -
SS-RN-TA-----D-SV-T- NS -T-KQ-KE--TTG--DL-P--SNTSTS ...
. T-KQ-KE- -ATR--DL- - - -SNTSTS
-85----TA-----D-5V-T-VGNS--T-KQ-KE- -ATR- -DL- - - -55TSTS
. .88-R--TA-----D-5--T5-GDS- -T-KQ-KE- -ATR- -D- - - - -S5T5TS .
. -K-KQ-

C
“KAP-G--G-Y--P---T--Q--AAQGLVSP-D
--I--0---5--K--5-P--ST--PYVN-QG-D-Q----

CK--Go---To--A-T-L-----E-

-G-LSR-C--H-LST--Q-VF---LGTV--
SK——GS——R—C——H———T——EAVG -LoSQE----ii-
222K----L-K-CR-PC-ST--EGVQ-Q-Ll
TGIQ*KG-GK+-RYYKRHC - YTLGM»-PIOGLDSO DO PUD
S--K-C--P---T--M-V----L-K

“A-NR---EK- -KK

K

K--ITPYSL-SR--S--TSS-DS- -KEE*- -K-AT----DL--

--V-T-SF--P--5--T-D-NS--K-Ex-K-L-TTL--DL--
T---PLP----SL-T-A-NR--K-E- - -K--TE---DL
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86 FG clone_NIHZ

87.CAM2CG

x.MDS

07 .NNVA

95.CRIK

08. NMC786 clone 41
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.88.UC1

.X.20 56

x.EHD
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01.IMCI_KR0O20_1
92.Abt96

AB.CM.03.63CM_510_03

H2 0
H2~0
H2"0
H2_0
u.cI.
U.FR.

1 _AB. CI 90. 7312A
1”AB.JP.04.NMC307
1"AB.JP.07.NMC716" 01
1_AB.JP.08.NMC842_10
07.071C TNP3
96.120343

.US.x. 17EC1
.US.x.

.US.x. 251 32H PJ5
.US.x.251 BK28
.US.x.MM142_TIVMXX

.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A
.SL.92.5L92B
.US.04.6078
.US.04.G6932
.US.04.M919
.US.04.M922
.US.04.M923
.US.04.M926
.US.04.M934
.US.04.M935
.US.04.M940
.US.04.M946
.US.04.M947
.US.04.M949
.US.04.M950
.US.04.M951
.US.04.M952

.US. 5.0215
.US.06.F 3

.US. 1.SI smEGGG FL10
.US.86.C

.US.x. F236 H4
.US.x.H9

.US.x.

.US.x. PGM53
.US.x.SME543

'X.X.pE660.CG7G
.US.89.STM_37_16

sulsj0id ¢-AlH

Rev start exon 1 end exon 2 start

MSNH.

20+ 2020202020 20 20 20 20 20 20 20 20 20 0 0

-N-R-K-KQ--L-I-
-N-R---K--GL-I-
S---N-R---K--GL-I-
5---N-R---K--GL-I-
§---N-R---K--GL-I-
N-R---K

“K-TV-DL-T---SI-1-
-S-T-QDX--S--AV-KN-

QAFTCIP VWDQLVPRSNPSSNEGCERDSCEHRKSPMESSQKDSGSNHRDPQEDQTRT .

CIP- VWDOLAPRSNPSSNEGCGRDSEERGKSPMGSSOKN GGNHRGPQENQTRT.

..Q-STCI

..QAPVCIP VWDRLVPRSAPSSSEGYERDSCECGRDLMGSSQGGGESDPRDPQKNQTRT
. .QAPVCVP- IWDRLVPRSSPSSSGGYGRDSCEHREDLMGGSQEDGEGNHRSPQKNQTGA .

-G-S--DL-E--R-L-TS-555Q-QD
foerDL E--ATV--T-RSN-TSQ
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H2_01_AB.JP.08.NMC842_10
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MAC.US.x.17EC1
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
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MAC.US.x.MM142_IVMXX
MNE.US.82.MNE_8
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SMM. US.04.G932
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SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM.US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM.US.05.D215
SMM. US. 6.FT3
SMM.US.11.SIVsmE660_FL10
SMM.US.86.CFU212
SMM.US.x.F236_H4
SMM. US.x.H9

SMM.US.x.PBJA

SMM. X x . pE66O. CG7G
STM.US.89.STM_37_16

Rev enq\

HIV-2 Proteins

SOIRSIIISSIIISSIIISSEIE K2 22K &S e

ESE ®%

oo
(v ton=

01

AY

SuI0IJ ATS/T-ATH



96¢

S107 wnipuaduwo)) duanbag ATH

1014 ¢-AIH -

SUId

MAC.
CI
DE

DE.

X.
CI.
AB.C

H2 0
H2~0

O WIWWW®W >>>>>>>>>>>>PP>>>>PE>>PP>>>E>>>> >
o o
=
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U.FR.

sulsj0id ¢-AlH

US.x.239
.88.UC2

x.BEN
x.PEI2_KR_KRCG
.X.GH1
.87.D194
190,CBL24
BL21

.CBL22
CBL23
ISY SBL_6669_85
CNI3_ -
6.CA65316 9
.CA65319"7
.CA65330_5
.CA65409”14
.FG clone NIHZ

AM2CG

PDDDOx X X X X
o000 - -
= o

©
RINTCY
)

93PTHDESC 1
O8PTHDECT- i3

DOODDODX X X X X X X X 0
NWeGUINL_ Ll
= o
o

-
oE

X
185 R
86.ST7JSP4727

.x.E
.86.D205_ALT
.01.IMCI_KR0O20 1
6. 8704A_06_01"

92.Abt96
M.03.03CM_510_03

1 _AB. CI 90.7312A
1”AB.JP.04.NMC307

07.07IC_TNP3

96.12034

US.x 1A1
US.x.251"32H P15
.US.x. ~BK2
.US.x.750.p4i3
.US.x.MM142_IVMXX
.US.x.MNE0O27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A
.SL.92.SL92B
.US.04.6078
US.04.G932
US.04.M919
.US.04.M922
US.04.M923
US.04.M926
US.04.M934
US.04.M935
.US.04.M940
US.04.M946
US.04.M947
US.04.M949
.US.04.M950
.US.04.M951
US.04.M952
US.05.D215
US.06.FTq
.US.07.FBr_365wpi
US.07.FFr_365wpi
US.08.FTv_32wpi
US.10.FJV_154wpi
US.10.FPY_ 154wp1
US.86.CFU212
US.x.F236_H4
US.x.PGM53
US.x.SME543

.US.89.STM_37_16

signal peptide endvgpIZO start
Env start

ﬁGCLGNQLLIAILLLSVYGIYfT...LYVTVFYGVPAWRNATIPLFfATKNRDTWGTTOELPDNGDYSEVALNVTESFDAW.NNTVTEOAIEDVWOLFETSIKPfVKLSPLfITMRCNKSETDRWGLTKSITTTASTT .............. STTASAKVDMVNETSSCI
%? ----- A----.D R T---V VTGNNTNA-AKP-AARP-. . .. . ..-NPSYkTII--S»T-V

I H

>rrr>rrr>>>>

.. .RA--TAPRNTTIS-N-P--
. . INETTEIS-NT--V

~TRERA- - -W---T-TCL---K.. T---VA-E-KNR- -GNATT-APT- -PE.,

-AHE - T-----F--T-ACL---K - T---V- -T-T-TTTTAPT - TSAGST -PI- -M
-.-GKIL-IV-S - T---VA-S--RTSNPTTPAGTTKS. . - FPTPGENKTI - -NDT- -
.GDR \ - T---VA---T.. ., T L

- T---VA-N-TRNF-ASRNS - ATRN- 2 TPS P! . KLGENLELK-N-T--

- ¥---¥ﬁ T-hSTRSNNTESNT . NTT-EAPEI-DN----

- T----A-K-SNIS- ESTTTSP PGS. ... TLKPLI--SDP--

- T---VA-K-S5T-SSTGNN-T-KS-$TT: -PTDQEQEIS-DTP-A

-, GR---FV-S--A-ACL---V... - T---VA----STTAKNTTS-PTT-. .. TTANTTIG-N----
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